clinical genetics communities. In 2019, HGV started "Software Reports", which provide useful software tools for human genome data analysis. I believe these innovations have become valued in the relevant research communities. Of course, HGV also publishes Articles and Reviews on the relevant topics in human genome studies.
I would like to thank all the Associate Editors and Editorial Board members, and the hundreds of reviewers and authors for their enormous help in the publishing and development of HGV. I also would like to acknowledge staff in Springer Nature, Masayo Kobayashi, Emi Sakuyama, Yoko Shintani, and Ludivine Allagnat. I believe the steady growth of the journal promotes data sharing and open science in our research fields.
I am happy that Prof. Issei Imoto, MD, PhD, has agreed to be the new Editor-in-Chief. Under his new leadership and with his enthusiasm, HGV will show further improvement and innovation, and gain wider recognition.
My deepest thanks to everyone! Sayonara!
